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iFiaure 1 

SEQUENCE ID NO. 1 

-2400 CTGCATTTATTTGCCTTGATCCAGCCTGGGAGAAGTCAGGATAGACTTTGGGCTGCTTGGCCCTGGAGGCAGCTTGAGCT 
-2320 GGGACTGGGGTGGGGGGCTCCTGAGGGGCTGCCTAGGACACTGCAGCTTTTGTGCCTTCTCCCTGCTGCCAACACCCCCA 

- 2 2 4 0 CACACACTGCTGCAGCCACTCTAAAGCCCTTTGTCTTTCATTG CTTAGTCAC CCCCTTTGTCCTCATCTCAAATAGGGGA 

AP-1 

- 21 60 GTGGAAAGGGGCAGTAGAGTTCTCTGGTGATAGCTCCTCTTGCCCCTGCCCCTTCTGGTCTCCCACCCTTTGTCCGACTC 
-2080 CTCTAGTCCCAGCCCCGTTGGCTTAGAACCAGGGTCAGGCAAGTGGTGGGTCAAGAGGTGGGTCTGGCAGTCACAAGGGG 
-2000 GTGGGTGAT CC AGGAAGT GAT AGGCACCAGGGC AGGTATT ACCGACCTG AGCAGG AAGGGAGGGGG AAAGG AAGT AT TCT 
- 1 920 G ACGG AT AT GATATGCGGGGG AC AGGAGGTGAC AAAGCAGAGT GAAT AG GGGAATAGAGGCAAGAGG AG GT GGTCCACTT 
- 1 8 4 0 CTGGGAAA G GAAAGAGACTGCTGACTGCACTCTCCTTCCT GGGGATTTCCT GGGGAAACAAGCAGCCAGAGGATGGGGTG 

STAT 3 NFkB 
- 17 60 AGCAGAAATTGCCCCTACTTCTGAACCCTTCCTTGCCTTGAGAGTTCATACCCAAGACCTCTTTTCCGAGTTCCCTCCTA 
- 1 680 TCCA7VAGCCAAAGGAATAATTTGCTTCCTTTCCCTAACACCACCTCTTCCTCCCCAGCCACTTTCCCCACCCCAGGCAAT 
- 1 600 GGATTTCTCCCAGTACCCTAATTTCCCTATATGCACAATGCTGTCTCCACCCTCTCCCTGCCCCAGGGAGAATTAAAAAG 
- 1 5 2 0 AAAAGATG ACT AG ATATT CCAGGAACCACTGGGTTCTCAGAGCAAGGTGGG GT GGAT GGT GGGAGCCAGGTGGGGATTCT 

NFkB 

- 1 4 4 0 CCCAGATTGATACTGGGTGAATCTGGGTTCCTGAGAGCAAGTCTTGCCTATGCTGGGGGCTGGCTGACTTGAGGCTGGGG 
-1 3 60 GAGGGTTTAGGGCAGTTGGGAGTGGGTAGGAGCAGGGCCAAAAGCCTGGGGGAAGCTACTGGGAGCTGGGCCAGGGAAAT 
- 1 2 8 0 GGGGAGTCAGGAAGTGGGGAGGGGGAACCCTGGGGGGAAATGGAGGCGGAATGGCTGTTCTGGGCTTTGGAGGGGGTGGG 
- 1 2 00 TAGTGGTAACTCAGGAAGGGGGATCCTGAGGGAGAGAAGGGACGTTAGAAAAGAGGAGGTGCCACCCTGGATCCGCCTTC 
- 1 1 2 0 TATAAA AGGAAAAGTCGTTAACCCCTCCTGCCTTGTCATCTGCCGCCTCTGTTATGTTCATTCCAAGCAGGATCATCCTA 
TATA 

-1040 CCTTTGGGCAGTCAACTCCCTGATCACTGTCTCCTTGCCTCC CCCAATC TTCTGCCTTTTTTA 
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CCAAT 

-960 GTTCTATCCTGAGCCATGTCAAGCTACCTCTTTTATTTGTTCTTCCCTCTTGATGCCTCCTTACCTGTTCCCTACCCTCT 
-880 TTTCTCAGGCAGCTCACTCAGTCCCCTCAGCCC TGGAAACCAGCCAC TAGGGCCAAAGGGCAGCATGAGGGAGCCTTGAG 

NF1 

-800 AAAAGAGAAGCCATGGT AG GT T AGACT AT AAGAGC AGGAATT CTC CCAG GACCGTGATCCT ATCTGT GC AT GCCGGCC AG 
-720 GCCCTTTCCCTCACTCTCTGCCTCTCCTGGGGCTCTGTCCCACCAAAAAGGGAAAGAGACAGCTGAGGGCTGATTGTGGG 

- 6 4 0 GTTTGGGAAAAGGCTATGTCATCAGCTGGCCCAGTGCCTATTATCCATTCGGCTGCTAGAGATTC CCCTCCCCTG GGCAA 

c-krox 

-560 GTCCC AT TT TT TTGGGAAGCGAT G AT ACACCCATCTGAGTCCCACCG ACAGAGCT CAGCTG AGTGGCTT AG AGAT C AGCC 
-480 AATCAATCGCAGAGGCTCACCATGCTTAAAAGAGCTGGCGCGGAGAGAGGCTGGGGAGAACCCACAGGGAGACCCACAGA 
CCAAT 

-400 C AC AT AT GC ACGAGAGAG ACAGAGGAG G AAAGAGACAGAGACAAAGGCACAGCGG AAG AAGGC AG AG AC AG GGC AG GC AC 
- 3 2 0 AGAAGCGGCCC AGACAGAGTCCT ACAGAGGG AGAGGCCAGAGAAGCTGC AGAAGACACAGGCAGGGAGAGACAAAGATCC 

- 2 4 0 AGGAAAGGAGGGCTCAGG AGGAGAGTTTGGAGAAGCCAGACCCCTGGGCACCTCTCCCAAGCCCAAGGACTAAGTTTTCT 
- 1 60 CCATTTCCTTT AACGGTC CTCAGCCCTTCTGAAAACTTTGCCTCTGACCTTGGCAGGAGTCCAAGCCCCCAGGCT AC AGA 

- 8 0 GAGGAGCTTTCCAAAGCT AGGGT GTGGAGGACTTGGT GCCCT AGACGGCCT CAGT CCCT CCCAGCT GCAGTACCAGTGCC 
+1 ATG 

SEQUENCE ID NO. 2 

- 2 0 0 0 GTGGGTGATCC AGGAAGT GATAGGCACCAGGGCAGGT ATTACCGACCTGAGCAGGAAGGGAGGGGGAAAGG AAGT ATTCT 
- 1 92 0 GACGGATATGATATGCGGGGGACAGGAGGTGACT^AAGCAGAGTGAATAGGGGAATAGAGGCAAGAGGAGGTGGTCCACTT 
- 18 4 0 CTGGGAAA GGAAAGAGACTGCTGACTGCACTCTCCTTCCT GGGGATTTCCT GGGGAAACAAGCAGCCAGAGGATGGGGTG 

STAT 3 NFkB 
- 17 60 AGCAGAAATTGCCCCTACTTCTGAACCCTTCCTTGCCTTGAGAGTTCATACCCAAGACCTCTTTTCCGAGTTCCCTCCTA 
-1680 TCCAAAGCCAAAGGAATAATTTGCTTCCTTTCCCTAACACCACCTCTTCCT 
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-1600 GGATTTCTCCCAGTACCCTAATTTCCCTATATGCACAATGCTGTCTCCACCCTCTCCCTGCCCCAGGGAGAATTAAAAAG 
- 1 5 2 0 AAAAGATGACTAGATATTCCAGGAACCACTGGGTTCTCAGAGCAAGGTGGGGTGGATGGTGGGAGCCAGGTG GGGATTCT 

NFkB 

- 1 4 4 0 CCCAGATTGATACTGGGTGAATCTGGGTTCCTGAGAGCAAGTCTTGCCTATGCTGGGGGCTGGCTGACTTGAGGCTGGGG 
-1360 GAGGGTTTAGGGCAGTTGGGAGTGGGTAGGAGCAGGGCCAAAAGCCTGGGGGAAGCTACTGGGAGCTGGGCCAGGGAAAT 
- 1 2 8 0 GGGGAGTCAGGAAGTGGGGAGGGGGAACCCTGGGGGGAAATGGAGGCGGAATGGCTGTTCTGGGCTTTGGAGGGGGTGGG 
-1200 T AGTGGTAACT CAGGAAGGGGGATCCTGAGGGAG AGAAGGGACGTT AGAAAAGAGGAGGTGCCACC CTGGATC CGCCT T C 
- 1 1 2 0 TATAAA AGGAA2\AGT CGTT AACCCCTCCT GCCTTGT C ATCTGCCGCC TCTGTT AT GTTCAT T CCAAGCAGGAT CATCCT A 
TATA 

- 1 0 4 0 CCTTTGGGCAGTCAACTCCCTGATCACTGTCTCCTTGCCTCCCCCAATGTTCTGCCTTTTTTACTCTTCCCAGCTGCTCA 

CCAAT 

- 9 60 GTTCTATCCTGAGCCATGTCAAGCTACCTCTTTTATTTGTTCTTCCCTCTTGATGCCTCCTTACCTGTTCCCTACCCTCT 

- 8 8 0 TTTCTCAGGCAGCTCACTCAGTCCCCTCAGCC CTGGAAACCAGCCAC TAGGGCCAAAGGGCAGCATGAGGGAGCCTTGAG 

NF1 

-800 AAAAGAGAAGCCATGGTAGGTTAGACTATAAGAGCAGGAATTCTCCCAGGACCGTGATCCTATCTGTGCATGCCGGCCAG 
-720 GCCCTTTCCCTCACTCTCTGCCTCTCCTGGGGCTCTGTCCCACCAAT^AAGGGAAAGAGACAGCTGAGGGCTGATTGTGGG 

- 6 4 0 GTTTGGGAAAAGGCT ATGTCATCAG CT GGCCCAGTGCCT ATTAT CCATT CGGCTGCT AGAGAT T CCCCTCCCCTGGGC AA 

c-krox 

- 5 60 GTCCCATTTTT TT GGGAAGCG ATGAT ACACCCATCTG AGTCCC ACCG ACAGAGCTC AGCTGAG TGGCTT AG AG AT C AGCC 
-4 80 AATC AATCGCAGAGGCTCACCATGCTTAAAAGAGCTGGCGCGGAGAGAGGCTGGGGAGAACCCACAGGGAGACCCACAGA 

CCAAT 

- 4 00 CACATATGCACGAGAGAGACAGAGGAGGAAAGAGACAGAGACAAAGGCACAGCGGAAGAAGGCAGAGACAGGGCAGGCAC 
-320 AGAAGCGGCCCAGACAGAGTCCTACAGAGGGAGAGGCCAGAGAAGCTGCAGT^AGACACAGGCAGGGAGAGACAAAGATCC 
-240 AGGAAAGGAGGGCTCAGGAGGAGAGTTTGGAGAAGCCAGACCCCTGGGCACCTCTCCCAAGCCCAAGGACTAAGTTTTCT 
- 1 60 CCATTTCCTTTAACGGTCCTCAGCCCTTCTGAAAACTTTGCCTCTGACCTTGGCAGGAGTCCAAGCCCCCAGGCTACAGA 
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- 8 0 GAGGAGCTTTCCAAAGCTAGGGTGTGGAGGACTTGGTGCCCTAGACGGCCTCAGTCCCTCCCAGCTGCAGTACCAGTGCC 
+1 ATG 

SEQUENCE ID NO. 3 

- 1 600 GGATTTCTCCCAGTACCCTAATTTCCCTATATGCACAATGCTGTCTCCACCCTCTCCCTGCCCCAGGGAGAATTAAAAAG 
- 1 5 2 0 AAAAGATGACT AGAT ATTC CAGG AACCACTGGGTT CTCAGAGCAAGGTGGGGTGGATGGTGGGAGCCAGGTG GGGATTCT 

NFkB 

- 1 4 4 0 CCCAGATTGATACTGGGTGAATCTGGGTTCCTGAGAGCAAGTCTTGCCTATGCTGGGGGCTGGCTGACTTGAGGCTGGGG 
- 1 3 60 GAGGGTTTAGGGCAGTTGGGAGTGGGTAGGAGCAGGGCCAAAAGCCTGGGGGAAGCTACTGGGAGCTGGGCCAGGGAAAT 
- 1 2 8 0 GGGGAGTCAGGAAGTGGGGAGGGGGAACCCTGGGGGGAAATGGAGGCGGAATGGCTGTTCTGGGCTTTGGAGGGGGTGG G 
-1200 TAGTGGTAACTCAGGAAGGGGGATCCTGAGGGAGAGAAGGGACGTTAGAAAAGAGGAGGTGCCACCCTGGATCCGCCTTC 
-1120 TATAAA AGGAAAAGTCGTTAACCCCTCCTGCCTTGTCATCTGCCGCCTCTGTTATGTTCATTCCAAGCAGGATCATCCTA 
TATA 

- 1 0 4 0 CCTTTGGGCAGTCAACTCCCTGATCACTGTCTCCTTGCCTCCC CCAATG TTCTGCCTTTTTTACTCTTCCCAGCTGCTCA 

CCAAT 

- 9 60 GTTCTATCCTGAGCCATGTCAAGCTACCTCTTTTATTTGTTCTTCCCTCTTGATGCCTCCT TACCTGTTCCCT ACCCTCT 

- 8 8 0 TTTCTCAGGCAGCTCACTCAGTCCCCTCAGCCC TGGAAACCAGCCAC TAGGGCCAAAGGGCAGCATGAGGGAGCCTTGAG 

NF1 

-800 AAAAG AG AAGC C ATGGT AGGT T AG ACT AT AAG AGC AGGAAT T CTCCC AGGACCGT G ATC CT AT CTG TGC AT GC CGGCCAG 
-720 GCCCTTTCCCTCACTCTCTGCCTCTCCTGGGGCTCTGTCCCACCAAAAAGGGAAAGAGACAGCTGAGGGCTGATTGTGGG 
- 640 GTTTGGGAAAAGGCTATGTCATCAGCTGGCCCAGTGCCTATTATCCATTCGGCTGCTAGAGATT CCCCTCCCCTG GGCAA 

c-Jcrox 

-560 GTCCCAT TT TTTTGGGAAGCGATGATACACCCATCTGAGTCCCACCGACAGAGCT CAGCTGAGTGGCTT AG AG ATC AGCC 
-480 AATCAATCGCAGAGGCTCACCATGCTTAAAAGAGCTGGCGCGGAGAGAGGCTGGGGAGAACCCACAGGGAGACCCACAGA 
CCAAT 
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-400 CACATATGCACGAGAGAGACAGAGGAGGAAAGAGACAGAGACAAAGGCACAGCGGAAGAAGGCAGAGACAGGGCAGGCAC 
- 3 2 0 AGAAGCG GC CC AGAC AG AGT CCT ACAGAGGGAGAG GC CAGAGAAGC TGC AG AAGACACAGGC AGG G AG AGACAAAGATCC 
- 2 4 0 AGGAAAGGAGGGCTCAGG AGGAGAGTTTGGAGAAGCCAGACCCCTGGGCACCTCTCCCAAGCCCAAGGACTAAGTTTTCT 
- 1 60 CCATTTCCTTTAACGGTCCTCAGCCCTTCTGA7\AACTTTGCCTCTGACCTTGGCAGGAGTCCAAGCCCCCAGGCTACAGA 
- 8 0 GAGGAGCTTTCCAAAGCTAGGGTGTGGAGGACTTGGTGCCCTAGACGGCCTCAGTCCCTCCCAGCTGCAGTACCAGTGCC 
+1 ATG 

SEQUENCE ID NO. 4 

- 1 2 00 TAGTGGTAACTCAGGAAGGGGGATCCTGAGGGAGAGAAGGGACGTTAGAAAAGAGGAGGTGCCACCCTGGATCCGCCTTC 
) -1120 TATAAA AGGAAAAGTCGTTAACCCCTCCTGCCTTGTCATCTGCCGCCTCTGTTATGTTCATTCCAAGCAGGATCATCCTA 

TATA 

- 10 4 0 CCTTTGGGCAGTCAACTCCCTGATCACTGTCTCCTTGCCTCCC CCAATG TTCTGCCTTTTTTACTCTTCCCAGCTGCTCA 

CCAAT 

- 9 60 GTTCTATCCTGAGCCATGTCAAGCTACCTCTTTTATTTGTTCTTCCCTCTTGATGCCTCCTTACCTGTTCCCT ACCCTCT 
-880 TTTCTCAGGCAGCTCACTCAGTCCCCTCAGCC CTGGAAACCAGCCAC TAGGGCCAAAGGGCAGCATGAGGGAGCCTTGAG 

NF1 

-800 AAAAGAGAAGCCATGGTAGGTTAGACTATAAGAGCAGG7\ATTCTCCCAGGACCGTGATCCTATCTGTGCATGCCGGCCAG 
-720 GCCCTTTCCCTCACTCTCTGCCTCTCCTGGGGCTCTGTCCCACCAAAAAGGGAAAGAGACAGCTGAGGGCTGATTGTGGG 

- 6 4 0 GTTTGGGAT^AAGGCTATGTCATCAGCTGGCCCAGTGCCTATTATCCATTCGGCTGCTAGAGATTCCCCTCCCCTGGGCAA 

c-krox 

-5 60 GTCCCATTTTTTTGG GAAGCGAT GATACACCCATCT GAGTCCCACCGAC AGAGCT CAGCTGAGTGGCTT AGAGAT CAGCC 
-480 AATC AAT CG C AGAGG CTC ACC ATGCTT AAAAG AGCTGGCGCGGAGAGAGGCTGGG GAGAACCCACAGGG AGACCC AC AG A 
CCAAT 

- 4 00 CACATATGCACGAGAC^GAGAGAGGAGGAAAGAGACAGAGACAAAGGCACAGCG 

-320 AGAAGCGGCC(^GACAGAGTCCTACAGAGGGAGAGGCCAGAGAAGCTGCAGAAGACACAGG 
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-240 AGGAAAGGAGGGCTCAGGAGGAGAGTTTGGAGAAGCCAGACCCCTGGGCACCTCTCCCAAGCCCAAGGACT7VAGTTTTCT 
-160 CCATTTCCTTTAACGGTCCTCAGCCCTTCTGAAAACTTTGCCTCTGACCTTGGCAGGAGTCCAAGCCCCCAGGCTACAGA 
- 8 0 GAGGAGCTTTCCT^AAGCTAGGGTGTGGAGGACTTGGTGCCCTAGACGGCCTCAGTCCCTCCCAGCTGCAGTACCAGTGCC 
+1 ATG 
SEQUENCE ID NO. 5 

-800 AAAAGAGAAGCCATGGTAGGTTAGACTATAAGAGCAGGAATTCTCCCAGGACCGTGATCCTATCTGTGCATGCCGGCCAG 
-720 GCCCTTTCCCTCACTCTCTGCCTCTCCTGGGGCTCTGTCCCACCAAAAAGGGAAAGAGACAGCTGAGGGCTGATTGTGGG 

- 6 4 0 GTTTGGGAAAAGGCTATGTCATCAGCTGGCCCAGTGCCTATTATCCATTCGGCTGCTAGAGATTC CCCTCCCCTG GGCAA 

c-krox 

-560 GTCCCATTT TT T TGG GAAGCG AT GAT ACACCC ATCT G AGTCCC ACCG ACAGAGCTCAGCTG AGTGGCTTAGAGATC AGCC 

- 4 8 0 AATC AATCG C AGAGG CT CACCAT GCTT AAAAGAGCTGGCGCG GAGAGAGGCTGGGGAG AACCC AC AGGGAG ACCC ACAGA 

CCAAT 

-4 00 CACATATGCACGAGAGAGACAGAGGAGGAAAGAGACAGAGACAAAGGCACAGCGGAAGAAGGCAGAGACAGGGCAGGCAC 
-320 AG AAGCGG C C CAG AC AGAGTCCT AC AG AG GG AG AGGCC AG AGAAGCT GCAG AAG AC ACAGGC AGGGAG AGAC AAAG AT CC 

- 2 4 0 AGGAAAGGAGGGCTCAGGAGG AGAGTTTGGAGAAGCCAGACCCCTGGGCACCTCTCCCAAGCCCAAGGACTAAGTTTTCT 
-160 CCATTTCCTTTAACGGTCCTCAGCCCTTCTGAAAACTTTGCCTCTGACCTTGGCAGGAGTCCAAGCCCCCAGGCTACAGA 

-80 GAGGAGCTTTCCAAAGCTAGGGTGTGGAGGACTTGGTGCCCTAGACGGCCTCAGTCCCTCCCAGCTGCAGTACCAGTGCC 
+1 ATG 

SEQUENCE ID NO. 6 

- 4 0 0 CACAT ATGC AC GAGAGAG ACAGAGGAGGAAAGAGACAG AGACAAAGGCACAGCGG AAGAAGGC AGAG ACAGGG CAGGCAC 
-320 AGAAGCGGC C CAG AC AGAGTCCT ACAGAGGG AG AGGCCAGAG AAGCTGCAG AAGACACAGGC AGGGAGAGACAAAGAT CC 

- 2 4 0 AGGAAAGG AGG GC TCAGGAGGAGAGTTTGGAGAAGCCAG ACCCCTGGGCACCTCTCC CAAGCCCAAGGACT AAGTTTTCT 
- 1 60 CC^TTTCCTTTAACGGTCCTCAGCCCTTCTGAAAACTTTGCCTCT 

-80 GAGGAGCTTTCCAAAGCTAGGGTGTGGAGGACTTGGTGCCCTAGACGGCCTCAGTCCCTCCCAGC 
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